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Abstract; Six strains with flocculent characteristic have been screened from oil — field wastewater, which are
named as F1, F2, F3, F4 F5 and F6. They were identified and classified by 16SrDNA sequence. The floc-
culation species were analyzed through UV and IR scanning spectrophotometry. It is showed that the six strains
belong to the same species with Balillus sp. , Agrobacterlum sp. , and Kocurla sp. and they have 99% homo-
geneous identity. The results of flocculent efficiency show that the flocculent efficiency of the six strains is
more than 69% , among which the flocculent efficiencies of F2, F3, F5 and F6 are more than 80% . Mixed
cultures were conducted pairwise among F2, F3, F5 and F6, and the results show that the combination of F2
and F6 strains exhibits the best flocculating efficiency and it is higher than that of any pure strain.
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